Bioinformatiqgue M2: Lecture 2

P. Derreumaux

Il. From genome to protein function



COGS - Clusters of orthologous groups

(Koonin et al., NAR)

* All-against-all sequence comparison of the proteins encoded in
completed genomes (paralogs/orthologs)

* For a given protein “a” in genome A, if there are several similar
proteins in genome B, the most similar one “b” is selected

* If when using the protein “b” as a query, protein “a” in genome A
IS selected as the best hit “a” and “b” can be included in a COG

* Proteins in a COG are more similar to other proteins in the COG
than to any other protein in the compared genomes

* A COG is defined when it includes at least three homologous
proteins from three distant genomes








































